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LNz, OK, KKHEBICOKIZAZE5T 6 # A B CRebound 755 b N4 b o 7213 L E
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Table 2. Change of relative substitution frequency by IFN therapy

Case 1

Case 2

Case 3

Case 4

Casé 5

Case 6

From [ To A T C G

A - 15.83;36.29 ;1149 0.00; 0.00; 0.00| 26.39;0.00;1532
T 0.00;0.00;3.58 - 18.13;32.90;1430| 0.00;0.00; 0.00
C 0.00,0.00,2.83 11.25; 0.00;33.92 - 11.25,0.00; 848
G 4.29,0.00;6.73 857:,30.81; 336 ] 429; 0.00; 0.00 -

From | To A T C G

A - 335;1463; - 10.04; 0.00; - 16.73;0.00; -

T 2725 000, - - 2446,42.06; - 272,000; -
C 2.08;1043; - 12.48;,20.87; - - 1040;0.00; -
G 6.45;12.02; - 2.15; 0.00; - 645; 0.00; - -
From!To A T C G

A - 11.70; 6.28,0.00 0.00,9.42,0.00 11.70;6.28 ;0.00
T 0.00; 7.12; 000} - 19.97,7.12;0.00 9.99;0.00;0.00
C 7.50; 9.54;, 0.00 |2249;21.46,0.00 - 7.50;2.38;0.00
G 0.00;24.89;100.00 | 9.16; 2.77,0.00 0.00;2.77;0.00 -
From!To A T C G

A - 1293; 0.00; 688 | 431; 0.00; 0.00| 17.24;13.52;41.29
T 0.00; 0.00;0.00 - 15.65;34.84;1450( 3.91; 0.00; 0.00
C 0.00;10.07;6.12 }23.56,20.14; 1837 - 337;1007; 612
G 1522;11.36,6.71 0.00; 0.00; 000 3.80; 0.00; 0.00 -

From [ To A T C G

A - 0.00; 0.00; 000 0.00;0.00; 0.00 | 16.67,0.00;0.00
T 0.00;0.00; 0.00 - 29.22;0.00;45.56 0.00;0.00;0.00
C 7.73,0.00; 0.00 38.85; 100.00 ; 36.64 - 7.73;,0.00;0.00
G 0.00;0.00;17.80 0.00; 000; 0.000 0.00:;0.00; 0.00 -
From1To A T C G

A - 0.00; 0.00; 0.00| 0.00; 0.00; 000 30.89;29.77;16.7%
T 0.00; 0.00; 0.00 - 27.25,1933;2260 0.00; 9.66; 0.00
C 0.00; 0.00,25.02 {25.66;2131;12.51 - . 0.00; 0.00; 0.00
G 16.20;19.93;23.11 | 0.00; 0.00; 0.00| 0.00; 0.00; 0.00 -
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IFN

(sumiferon)
Before After 6M
T 6.9 6.7 7.2
A C 3.5 5.0 0.0
G 18.1 83 % 19.9
A 0.9 3.5 1.9
T éc 23.8 194 19.2
G 2.8 1.8 0.0
A 2.1 7.9 5.7
C T 19.1 210 25.7
G 7.5 2.6 5.7
A 85 19.3 12.9
G <T 3.1 3.0 1.6
C 3.9 1.5 0.0
* P < 0.05

Figure 2. Pattern of nucleotide substitutions observed
in the study
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