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Fig. 1 a. Amino acid sequences for HCV HVR-1 and HVR-2. The consensus sequences
for the predicated amino acid of the mother is shown by a single letters on the top line. A

dotted line indicates identical residue to consensus. * indicates stop codon. m indicates

mother. ¢ indicates child. The regions enclosed in boxes indicate HVR-1 and HVR-2.
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Fig. 1 b. Amino acid sequences for HCV HVR-1 and HVR-2. The consensus sequences

for the predicated amino acid of the mother is shown by a single letters on the top line. A

dotted line indicates identical residue to consensus. * indicates stop codon. m indicates

mother. ¢ indicates child. The regions enclosed in boxes indicate HVR-1 and HVR-2.
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The phylogenetic analysis. The length of the horzonial ines indicates the
relative evolutionary distance between the sequences. Broad finesin frees
show the sequences from GenBank. C1-8 and M1-8 mean the children and
mothers of family 1-8, respectively. A to U indicale the sequences of cDNA
clones from GenBank. A: D12933; B: D12954; C: X72979; D: D30481; £: 50485,
F:D10075; G: U14228; H: D13970; 11 E048%7; ) DOOT44; K: D13406; L X40581: M:
D0934; N: D1O750; O: E06188; P: X60589; (i X60579; R: D12958; S: DI2965; T
Xe0582; Ut BQ7544; V: D?8T2.
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