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The clinical data of HBV-genotyping (n = 241)

Yuan Jing, Shenzhen East Lake Hospital

n
M\F
Age:mean(Y)
Duration:mean(Y)
History of B.T
Family history (mother)
Family history (others)
History of jaundice
Alcohol histrory
Mother native place(N\S)
Biopsy(%)
HBsAg+
HBeAg+
HBeAb+
HBcAb+
ALT:mean(1U/L)
AST:mean(IU/L)
TB:mean(UMOL/L)
Alb(g/l)
Plt(x10°/L)
AFP(ng/ml)
HA(ng/ml)
HBV DNA(log copies/ml)
B\C
CINC2
Can not genotype

Asc(eAg-)
32
I1\15
30.94+9.37
9.78+6.53
0\32
7\32
732
432
0\32
4128
0\32
32\32
0\32
32\32
32\32
27.8+4.4
26.2+3.3
13.6+2.6
Nor
Nor

3.26x1.43
23\6
2\
3

Asc(eAgt)

34
18\16

24.15+6.87

7.8+6.07
1\34
16\34
8\34
2\34
0\34
5\29
034
34\34
34\34
0\34
34034
27.4+4.2
26.1+£3.5
13.3£2.8
Nor
Nor

7.72+0.71
25\9
AN
0

CHB
73
62\11
34.1247.7
9.56+5.73
073
15\73
20\73
Q73
\73
6\67
73\73
73\73
33\73
36\73
13\73
83.81+89.25
52.4144.38
17.54+7.18
Nor
Nor
Nor
119.5+102.5
5.46%1.95
43\30
12\18
2

Cir
68
55\13
46.19£12.27
11.04+7.30
3\68
15\68
22\68
9\68
10\68
8\60
8\60
68\68
19\68
49\68
68\68
142.824+225.39
123.5¢151.6
52.64+70.0
34.84+6.32
76.32+39.71
8\68( 1)
433,8+£276.9
4.70+£1.70
45\21
8\13
0

HCC
34
31\3
49.53+12.86
11.93+7.50
234
6\34
10\34
5\34
34
430
134
34\34
2\34
24\34
34\34
132.31+151.63
126.4+86.75
74.41%£101.71
36.1+4.86
122.71+62.74
339.5+468.5
488.2+409.7
4,55%1.70
21\13
9\
0



compare with the liver function:

Asc CHB Cir HCC
N 66 73 68 34
ALT(U/L) 27.6+4.3 83.81+89.25 142.82+225.39 132.31£151.63
P Value <0.05 <0.05 >0.05
TB(umol/l) 13.4+2.7 17.54%7.18 52.64+70.0 74.41+101.71
P Value >0.05 <0.05 >0.05
Alb(g/) 34.84+6.32 36.1+4.86
P Value >0.05
HA(ng/ml) 119.5+102.5 433.8+276.9 488.2+409.7
P Value <0.05 >0.05
Plt(x10°/L) 76.32+39.71 122.71+£62.74
P Value <0.05
HBVDNA (logcopies/ml) 5.46+1.95 4,70£1.70 4.55+1.70
P Value <0.05 >0.05

The distribution 0f HBV genotype and subtype in these patients

Asc
CHB
Cir
HCC

HBV/B
48(72.7%)
43(58.9%)
45(66.2%)
21(61.8%)

(n=241)

HBV/C Pvalue HBV/CI
1522.7%) NS 6(40%)
30(41.1%) 12(40%)
21(30.9%) 8(38.1%)
13(38.2%) 9(69.2%)

HBV/C2
9(60%)
18(60%)

13(61.9%)

4(30.8%)

P value can not detect
NS

3(4.6%)
0(0)
2(2.9%)
0(®

80.00%

60.00%

40.00%

20.00%

0.00%

CHB

The distribution of HBV genotype in the patients(n=241)
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