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DNA 7 —& N\ 7 \ZHB R E LTV 5 807 A HBV AR S % F\ T HBV #8# 2 s 75

(-HBV)DRR R E 1T o 7=, 57128 FEEA. 150 #RLA LD r-HBV OFENH LM E 2 o7, KD
FEFIE B RIS, 28 - {LEHRIE% O HBV BAG1ER L U [EE I 0 B B METHE B
#1% 72 -HBY OREFRITHWT, r-HBV B/C 3 L CBEEOMAEIZ /20 -HBV A/C A3 &
iz, & HBV 7 u— O invitro HBV 7T V2R W - RET, #EFR B 7> > PC LR
7u—rTHEEN LD TTEL T, BEFRBIORTCTEERIC A2V 171320C, 1504C, 1505C,
1800C, 2045A, 20594, 2075G £ R 23 #{m 72! B @ HCC B, 126T, 2120G ZE R 3875 C @ HCC
BETHEBEIZED N (P<0.05),
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HBV (Hepatitis B Virus)i /=23 BE £ TI20 T RHEB 2 I A 2O H & TO 8 Bz Hdd
ENTWE, ZOWRSMITITHERRERTFEL., HBV Bn T8 & REG & o s
IZOWNWTHHEENTWA, T HBV B F A E 4B B2 2 E T RICE X #ib - /- HBV
FHE 2 R FR(-HBV)DFENSER S, I8R5 b 2 E THEMEO r-HBV Z % AL LZ Dk
FRRVBEEMHIZOWTHE LTE="Y, L L2 ETIZ -HBV 2%E L 7= HBV #{m 814y
O OBRRE L OBEIZOW T ORI+ Tl < BRI EhTuwaRy, K
HTEHAF EFEORETLOHFRFIEIZ LY -HBV OMBENBRF 21TV, FOEREKRN -« 71
JAZHI ARSI T AL RBRE LT,

FSE Spin:s

1) DNA 7 —# N7 IZ8H I TV HBV £ RS2 AVWTarEa—# @izt £
r-HBV ORBEZTWEDBBEICOWTHITZ21To7z, 2) AFITBITAEERE B BFAA 14
FEG, % - LFFER O HBY B 4 FlB L P EEM X 0> B BUEMATE B BE 303 flOE
1FI3E % AV T HBV B ERIH| DR EZ TV r-HBV OB 586 L EETER » BEFEM & 04z
DWTHRES 21T 272, 3) In vitro HBV ERET L FAWTHBV 77— 0O 7 A )L AERBRD
HEZITWT A VA PR OBRNERZ ko7,

E S

DNA 7 —# R» 7 IZBE STV 5 807 A0 HBV £HEFEFIFRKIZ O\ T 300bp = & 120F
Fite DIERKZ ATV VEE 2 IR A M 2 BEEE 641 A% BE L THOTFREBEZER L, 20
641 A% ¥ & |IZ sub-genotype Bl &2 B Lo BB TE O a & Y AFF 2 EKE., Y O 166 A0
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HBV £ EEFIZ%t L T SimPlot f##7% FAV T r-HBV #E DK &2 1T - 7=, SimPlot f##TIc TAE
28 FEEH. 150 BREL_ED -HBV OIFIEN B b0 L lp o 72 BIEFR AD OFEENR L < 1278,
30 BREAED r-HBV 37 7 U A1, BRIM, A > Rl fi LTz, Zofth 2 B o r-HBV A/C, 2
FEJED r-HBV A/E. 1 FEE D r-HBVA/G B X TNA/B/IC. 7V TIZIAL B+ 5 100 kL ETHEZ%
@ 2 FEE O r-HBV B/C, b T8 P EIZ/3FT % 2 FEE O r-HBV C/D. 1 FE3H 0 r-HBV C/F 35 L T C/G,
2EEOUCBLG1BEOF AP —E COr-HBV BSEZES N,

TRHEAT HBs PURIEME Tk MARMEMEREE 253~ 165 #%(C HBV &M% =72 L7z 4 o HBV
WG FRULB) 261, C2HITHY r-HBV OFFFEITXFR DD 2Tz, CP(1762/1764)BLF13 2453 B
MERR T PC(1896)%8 BfkiZ | HICFRW -, In vitro HBV BT F /L% W - BH M F 0% HBV
7 v — O R TI, BEFRIC X 3R CF 0BG FE B) 2> PC EEBMH D HBV 7
o— CHEEBIVTELTWE (B,

40 IR LA T THIAE L 72 FHHERSE 14 fEFl 0 HBV s T-AULEm 78 A, Ba (FH#L % = 78! B/C),
CHAZENREH 1, 1, 11 FIZRD B, D O 1601 SimPlot g5 2814 FAv b 1573 B
EEFITEE TR Ae I2HEE N, 1574 F 06 2813 FORERFIZ#ETFR CIZaBEE A EE
FOWMEIZIWET7272 -HBV A/C Th 572(K 2), PreS FHBIZIB W TREBEERED 64% IZFRDOH
AU, PreSl & PreS2 fEIID RIBERIZZTNTh 35% & 43%I23B O bivlz, X s+ @ Enhancer II
FEIR D C1653T A RIT 29% IR bivic, 27 et —4 —fBKk® A1762T/G1764A 'E;@m 79%
IR BT, T L a7 d GI896A 7 REkIL 21% . BFARKIL 57% | IBEKRIZ 21% 22D bh
&,

FEEM X O B RS TR B EE 303 #l0BE 75X C 144 ] (48%). r-HBV @ Ba 73 159

B (52%)IZFBH biviz, BinTilEOFERFEINICEl, EilEx~vyFsghsr—2X-a b
A—/VAE T A —ITBWT (K 1,2), fFEEME HBV RRIZ OV TRETFRBICRT L.
{575 Ba TIIBESR O FRBEREE R TH D 68T, 1762T, 1764A, 1768A, 1899A |3 HCC B THdHE
IZFRB B (P < 0.05) (3% 3), BERIZZ2WET7=72 171320C, 1504C, 1505C, 1800C, 2045A, 2059A,
2075G RN HCC BETHMEEICRD b (P<0.05) (K 4), —H#EFE C TIXEEROIT RS
BEEE R TH 5 68T, 3861, 497G, 674C, 1762T, 1764A, 1899A |X HCC HETHMEEIZR D L, (P<
0.05) (3 5). BERRIZARWETT-72 126T, 2120G £ £ HCC BECHEBEEIZRED bz (P <0.05) (R
6).

e -

HEB LOFRLTOBRIBHIFEBRE S -HBV B/C (Ba)k L UEEHRIZZ2 W #i7-72 r-HBV
AIC gt Sz, ARHO 40 LA T O HBV BT HfERRES TIEBE T4 C 75 80%% 9
TUED 14%DFEFNT r-HBV 258 HH &4, FRERIEIZIL PreS fAIORKBLER L a7 T nE—4#
—ERLEOEESE L HIC -HBV IOV THBETHAILERHD EEZ O, T EEMH
X ClZ r-HBV @ B/C (Ba)?’ 52%IZ38% @m CH B LUNLC B L bl L T HCC BT B W TiRiE
TR C LIIRRIERPFREICHEEIZRD LN, FFREL rHBV RN VA NVAERLED
BEEE A RIE S e,
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1) Sugauchi F, Orito E, Mizokami M et al. Hepatitis B virus of genotype B with or without recombination
with genotype C over the precore region plus the core gene. J Virol. 76:5985-92;2002.
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genotype B having the recombination with genotype C. Gastroenterology. 124:925-32;2003.
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Characteristics of Patients Infected with HBV/C in Minnan

Clinical status

Genotype C n He HeC 1" Value
(n=52) (n=22) (n=70)

Age 49+]12 5011 S1E£12 Matched
Sex(M:F) 429 15:7 10:60 Matched
HCV 0 (] 0 Muatched
DNA(logl®) 62416 52414 50+13 NS
ALI(logl0) 2,605  1.8£04 1.7£03  P<0.001
HBeAg 30(57.7%) 3(13.6%) 9(11.7%)  P=0.001
Anti-IIBe  22(42.3%) 12(54.5%) 44(34.1%) P-0.032
Bibulosity  6(11.5%) 3(13.6%) 13(16.9%) NS

AFP(logl0) 12407 1509
11(21.2%) 6(27.3)

1+15  P<0.00]

Familial 8(11.4%) NS

) @0 @0 We 100 1D 1D 10 M0 20W NG DH0 I8 I G0 35

#2
Characteristics of Patients Infected with HBV/B in Minnan
Genotype B Clinical status Bﬂs; :lgige in
CH HC HCC P Value

(n=86) (n=16) {n=57) N=483
Age 4810 5012 49=11 Matched 32413
Sex(M:F) 74:12 13:3 51:6 Mutched 4538
HCV 0 0 0 Marched 0
DNA(logl0}  6.6+1.7 4.7£2.0 45x1.6 DP<0.00]  unknown
ALl(logl0) 2.6£05 17204 17203  P<0.00  <l6logld
HBeAg 41(47.7%) 4(25.0%) 6(10.5%) P<0.001 29/34.9%
Anti-HBe  31(36.0%) 7(43.8%) 38(66.7%) P<0.001 43/51.8%
Bibulosity  15(17.4%) 10(62.5%) 10(17.5%) P<0.001 unknown
AFP(logl0) 1208 08%06 2.6%*1.6 P<000]  unknown
Familial 17(19.8%) 6(25.0%) 7(12.3%) NS 7(8.0%)
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#3

Reported HCC-related Mutaions of Patients Infected

* 4

with HBV/B in Minnan - - ; . , g
— New HCC-Related Mutations of HBV Infected Patients with
: Clinical status Base line in HBV/B in Minnan
Genotype B ASC
CH HC HCC P Value X Clinical status Base line in
(n=86) (n=16) (n=57) N—83 Genotype B o 2 e ASC
: Vi
68T(sAg) 1(1.2%) 1(63%) 7(12.3%) 0.009 3(3.6%) g6 @16 =sn e e
I6S31X4Y) 1(1.2%)  2(12.5%) 3(5.2%)  0.230 2(2.4%) AN 5(5.8%) 0 12(21.0%) 0.008 8(9.6%)
IREEIIT) 1(1.2%) 0 23.5%) 0494 22.4%) LRMOEII aCes), 163w 10(19:55) 102000 A58
162K I30M) 19(22.1%) 4(25.0%) 38(66.7%) <0.001 15(18.0%)  'OSCNNO 3(34%)  1(63%)  9(15.8%) 0.014 A2.4%)
ITMAXVII 18(20.7%) 4(25.0%) 33(57.9%) <0.001  16(I8.00c) o ConRVICL2%)  1G63%)  AT.0%) 0346 11
" ~ LO36LICNSSL 1(1.2%) 1(6.3%)  4(7.0%) 0346 1{1.1%)
1766T(X:N¢ 2 0, 3.6%
( U 0 2(3.5%) 0.164 3(3.6%) BOCCIONG.A%)  212.5%)  15(26.3%) <0.001 6(7.2%)
X - | i 0
1768ACGFI32Y) () 1(6.3%)  4(7.0%) 0.037 1(1.2%) WSACSISL BT.0%)  2(12.5%) 11(19.3%) 0.037 9(10.8%)
1896APcMuL)  53(61.2%) 12(75.0%) 40(70.2%) 0.313 47(56.6%) WsoACNa  1(1L.2%)  1(6.3%)  7(8.4%)  0.009 2(2.3%)
1899AMeMun 10(11.6%) 4(25.0%) 22(38.6%) <0.001 10(10.8%) 0TSGICSVY 2(2.3%)  1(6.3%)  T(8.4%)  0.027 2(2.3%)

xS

Reported HCC-related Mutations of HBV/C in Minnan

Genotype C

Clinical status

CH HC HCC £ Value
(n=52) (n=22) (n=70)
168T(HBsAg) 4(7.7%) 29.1%)  15(21.4%) 0.042
1386A(X:VAM)  9(17.3%)  6(27.3%)  29(41.4%)  0.008
1467C(X:G32R) 10(19.2%) 5(22.7%) 22(31.4%) 0.169
1497G(X:842A)  7(13.5%)  5(22.7%)  23(32.9%) 0.018
1653T(X:H94Y) 6(11.5%) 6(27.3%) 19(27.1%) 0.056
1674C(X:S101P)  4(7.7%) 2(9.1%) 15(21.4%) 0.042
1753C(X:1127T) B(15.4%) 4(18.2%) 21(30.0%) 0.069
1762T(X:K130M) 25(48.1%) 16(72.7%)  54(77.1%) 0.00]
1764A(X:VIZIT) 29(55.8%) L9(86.4%) 64(91.4%) <0.001
1766T(X:Nc) 7(13.5%) 7{31.8%) 13(18.5%)  0.620
1768A(X:F132Y)  1(1.9%) 9(40.9%)  10(14.3%) 0.114
L896A(PcMut) 17(32.7%) 1({45.5%) 40(57.1%) 0.173
1899A(C:V4AM) 2(3.8%) 4{18.2%) 15(21.4%) 0.011

#6

New HCC-Related Mutations of HBV Infected Patients
with HBV/C in Minnan

Clinical status

Gengtype CH He HCC P Value
(0=52)  (n=22) (o=T0)
TI26T(sAg) 10(19.2%) 5(22.7%) 28(40.0%) 0.016
1320C(Xp) 59.6%)  2(9.1%)  11(15.7%) 0.378
1846T(PcMut)  9(17.3%) 6(27.3%) 23(32.9%) 0.07/
2120G(C:874G) 1(1.9%)  2(9.1%)  14(20.0%) 0.003
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